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<160> 10 



<170> FastSEQ for Windows Version 4.0 



<210> 1 
<211> 2162 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> 2063, 2091 
.<223> n = A,T,C or G 



<400> 1 

ggaattccgg 

cgctcctctc 

ggcgaaagga 

cgcacagcgg 

ccagcaattg 

cctgggtcaa 

ccaacctggg 

ccatcacgat 

tggtcatgta 

tcaaccttgc 

acctaatggg 

actataacat 

cagtctgcca 

atgtctgcaa 

caaaatacag 

gggaaaacct 

ttaccgtgtg 

ccaaagaaaa 

tgttcatcgt 

tcccagaaac 

acagctgcct 

gagagttctg 

agaacactag 

aaaatctgga 



ctataggcag 
tgtctcagcc 
agcggctgag 
tgcccgcccg 
cactgatgcc 
cttgtcccac 
cgggagagac 
catggccctc 
tgtgattgtc 
tctggcagat 
aacatggcca 
gttcaccagc 
ccctgtcaag 
ctggatcctc 
gcaaggttcc 
cgtgaagatc 
ctatggactg 
ggacaggaat 
ctgctggact 
tacgttccag 
caacccagtc 
tatcccaacc 
agaccacccc 
agcagaaact 



aggagaatgt 
aggactggtt 
gcgcttggaa 
gccgtcagta 
ttggcgtact 
ttagatggca 
agcctgtgcc 
tactccatcg 
agatacacca 
gccttagcca 
tttggaacca 
atattcaccc 
gccttagatt 
tcttcagcca 
atagattgta 
tgtgttttca 
atgatcttgc 
cttcgaagga 
cccattcaca 
actgtttctt 
ctttatgcat 
tcttccaaca 
tccacggcca 
gctccgttgc 



cagatgctca 
tctgtaagaa 
cccgaaaagt 
ccatggacag 
caagttgctc 
acctgtccga 
ctccgaccgg 
tgtgcgtggt 
agatgaagac 
ccagtaccct 
tcctttgcaa 
tctgcaccat 
tccgtactcc 
ttggtcttcc 
cactaacatt 
tcttcgcctt 
gcctcaagag 
tcaccaggat 
tttacgtcat 
ggcacttctg 
ttctggatga 
ttgagcaaca 
atacagtgga 
cctaacaggg 



gctcggtccc 
acagcaggag 
ctcggtgctc 
cagcgctgcc 
cccagcaccc 
cccatgcggt 
cagtccctcc 
ggggctcttc 
tgccaccaac 
gcccttccag 
gatagtgatc 
gagtgttgat 
ccgaaatgcc 
tgtaatgttc 
ctctcatcca 
cattatgcca 
tgtccgcatg 
ggtgctggtg 
cattaaagcc 
cattgctcta 
aaacttcaaa 
aaactccact 
tagaactaat 
tctcatgcca 



ctccgcctga 
ctgtggcagc 
ctggctacct 
cccacgaacg 
agccccggtt 
ccgaaccgca 
atgatcacgg 
ggaaacttcc 
atctacattt 
agtgtgaatt 
tccatagatt 
cgatacattg 
aaaattatca 
atggctacaa 
acctggtact 
gtgctcatca 
ctctctggct 
gtggtggctg 
ttggttacaa 
ggttacacaa 
cgatgcttca 
cgaattcgtc 
catcagctag 
ttccgacctt 



60 

12 0 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 



caccaagctt 
ctctaattct 
ctctgctctg 
tataccacac 
gtatgtgaat 
gcaaatattt 
cataaagtaa 
tgtttttgca 
tagcatctgg 
aataacatct 
tctgaaacac 
ccaaagagtc 
tc 



agaagccacc 
ctaggaaagt 
cacattagag 
cgaggagtcc 
tgaagtcatc 
atgacctcaa 
atgctacctc 
agggaatgaa 
ctaaggcatc 
ctttcatcta 
agtcatgtgt 
atcatggggg 



atgtatgtgg 
gcctactttt 
ggacagccaa 
agtttgtgca 
ataaaaggtg 
caaagaagaa 
tgatcaaagc 
tccattattc 
attttcacct 
gctccataat 
canctgtaga 
atttttcatt 



aagcaggttg 
aggtcatcca 
aagtaagtgg 
agacacccag 
acccttctgt 
ccatcttttg 
accttgaatg 
tattttagac 
ccatttcttg 
tgcaagggaa 
aaggttgatt 
cttaggcttt 



cttcaagaat 
acctctttcc 
agcatttgga 
tggaaccaaa 
ctgtaagatt 
ttaagttcac 
gaaggtccga 
ttttaacttc 
gttttgtatt 
gagattagca 
ctcatgcact 
cagtggtttg 



gtgtaggagg 
tctctggcca 
aggaaaggaa 
acccatcgtg 
ttattttcaa 
cgtagtaaca 
gtctttttag 
aacttaaaat 
gtttaaaaaa 
tgaaaggtaa 
ncaaatactt 
ttcctggaat 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2162 



<210> 2 
<211> 400 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Asp Ser Ser Ala 

1 5 
Leu Ala Tyr Ser Ser 
20 

Asn Leu Ser His Leu 
35 

Arg Thr Asn Leu Gly 
50 

Pro Ser Met lie Thr 
65 

.Cys Val Val Gly Leu 
v ' 85 
Arg Tyr Thr Lys Met 
100 

Ala Leu Ala Asp Ala 
115 

Asn Tyr Leu Met Gly 
130 

Val He Ser He Asp 
145 

Cys Thr Met Ser Val 
165 

Ala Leu Asp Phe Arg 
180 

Asn Trp He Leu Ser 
195 

Thr Thr Lys Tyr Arg 
210 

His Pro Thr Trp Tyr 
225 

Phe Ala Phe He Met 
245 

Met He Leu Arg Leu 
260 

Lys Asp Arg Asn Leu 
275 

Ala Val Phe He Val 



Ala 


Pro 


Thr 


Asn 


Ala 
10 


Ser 


Asn 


Cys 


Thr 


Asp 
15 


Ala 


Cys 


Ser 


Pro 


Ala 
25 


Pro 


Ser 


Pro 


Gly 


Ser 
30 


Trp 


Val 


Asp 


Gly 


Asn 
40 


Leu 


Ser 


Asp 


Pro 


Cys 
45 


Gly 


Pro 


Asn 


Gly 


Arg 
55 


Asp 


Ser 


Leu 


Cys 


Pro 
60 


Pro 


Thr 


Gly 


Ser 


Ala 


He 


Thr 


He 


Met 


Ala 


Leu 


Tyr 


Ser 


He 


Val 


70 










75 










80 


Phe 


Gly 


Asn 


Phe 


Leu 
90 


Val 


Met 


Tyr 


Val 


He 
95 


Val 


Lys 


Thr 


Ala 


Thr 
105 


Asn 


He 


Tyr 


He 


Phe 
110 


Asn 


Leu 


Leu 


Ala 


Thr 
120 


Ser 


Thr 


Leu 


Pro 


Phe 
125 


Gin 


Ser 


Val 


Thr 


Trp 
135 


Pro 


Phe 


Gly 


Thr 


He 
140 


Leu 


Cys 


Lys 


He 


Tyr 


Tyr 


Asn 


Met 


Phe 


Thr 


Ser 


He 


Phe 


Thr 


Leu 


150 










155 










160 


Asp 


Arg 


Tyr 


He 


Ala 
170 


Val 


Cys 


His 


Pro 


Val 
175 


Lys 


Thr 


Pro 


Arg 


Asn 
185 


Ala 


Lys 


He 


He 


Asn 
190 


Val 


Cys 


Ser 


Ala 


He 
200 


Gly 


Leu 


Pro 


Val 


Met 
205 


Phe 


Met 


Ala 


Gin 


Gly 
215 


Ser 


He 


Asp 


Cys 


Thr 
220 


Leu 


Thr 


Phe 


Ser 


Trp 


Glu 


Asn 


Leu 


Val 


Lys 


He 


Cys 


Val 


Phe 


lie 


230 










235 










240 


Pro 


Val 


Leu 


He 


lie 
250 


Thr 


Val 


Cys 


Tyr 


Gly 
255 


Leu 


Lys 


Ser 


Val 


Arg 
265 


Met 


Leu 


Ser 


Gly 


Ser 
270 


Lys 


Glu 


Arg 


Arg 


He 
280 


Thr 


Arg 


Met 


Val 


Leu 
285 


Val 


Val 


Val 


Cys 


Trp 


Thr 


Pro 


He 


His 


He 


Tyr 


Val 


He 


He 



290 

Lys Ala Leu Val Thr 
305 

His Phe Cys lie Ala 
325 

Leu Tyr Ala Phe Leu 
340 

Cys lie Pro Thr Ser 
355 

Arg Gin Asn Thr Arg 
370 

Thr Asn His Gin Leu 
385 



295 

lie Pro Glu Thr Thr Phe 
310 315 
Leu Gly Tyr Thr Asn Ser 
330 

Asp Glu Asn Phe Lys Arg 
345 

Ser Asn lie Glu Gin Gin 
360 

Asp His Pro Ser Thr Ala 
375 

Glu Asn Leu Glu Ala Glu 
390 395 



300 

Gin Thr Val Ser Trp 
320 

Cys Leu Asn Pro Val 
335 

Cys Phe Arg Glu Phe 
350 

Asn Ser Thr Arg lie 
365 

Asn Thr Val Asp Arg 
380 

Thr Ala Pro Leu Pro 
400 



<210> 3 
<211> 2162 " 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> 2063, 2091 
<223> n = A,T,C or G 

<400> 3 

ggaattccgg ctataggcag aggagaatgt cagatgctca gctcggtccc ctccgcctga 60 
cgctcctctc tgtctcagcc aggactggtt tctgtaagaa acagcaggag ctgtggcagc 120 
ggcgaaagga agcggctgag gcgcttggaa cccgaaaagt ctcggtgctc ctggctacct 180 
cgcacagcgg tgcccgcccg gccgtcagta ccatggacag cagcgctgcc cccacgaacg 24 0 
-.ccagcaattg cactgatgcc ttggcgtact caagttgccc cccagcaccc agccccggtt 300 
'cctgggtcaa cttgtcccac ttagatggca acctgtccga cccatgcggt ccgaaccgca 360 
ccaacctggg cgggagagac agcctgtgcc ctccgaccgg cagtccctcc atgatcacgg 42 0 
ccatcacgat catggccctc tactccatcg tgtgcgtggt ggggctcttc ggaaacttcc 480 
tggtcatgta tgtgattgtc agatacacca agatgaagac tgccaccaac atctacattt 54 0 
tcaaccttgc tctggcagat gccttagcca ccagtaccct gcccttccag agtgtgaatt 600 
acctaatggg aacatggcca tttggaacca tcctttgcaa gatagtgatc tccatagatt 660 
actataacat gttcaccagc atattcaccc tctgcaccat gagtgttgat cgatacattg 720 
cagtctgcca ccctgtcaag gccttagatt tccgtactcc ccgaaatgcc aaaattatca 780 
atgtctgcaa ctggatcctc tcttcagcca ttggtcttcc tgtaatgttc atggctacaa 840 
caaaatacag gcaaggttcc atagattgta cactaacatt ctctcatcca acctggtact 900 
gggaaaacct cgtgaagatc tgtgttttca tcttcgcctt cattatgcca gtgctcatca 960 
ttaccgtgtg ctatggactg atgatcttgc gcctcaagag tgtccgcatg ctctctggct 1020 
ccaaagaaaa ggacaggaat cttcgaagga tcaccaggat ggtgctggtg gtggtggctg 108 0 
tgttcatcgt ctgctggact cccattcaca tttacgtcat cattaaagcc ttggttacaa 1140 
tcccagaaac tacgttccag actgtttctt ggcacttctg cattgctcta ggttacacaa 1200 
acagctgcct caacccagtc ctttatgcat ttctggatga aaacttcaaa cgatgcttca 1260 
gagagttctg tatcccaacc tcttccaaca ttgagcaaca aaactccact cgaattcgtc 1320 
agaacactag agaccacccc tccacggcca atacagtgga tagaactaat catcagctag 13 80 
aaaatctgga agcagaaact gctccgttgc cctaacaggg tctcatgcca ttccgacctt 1440 
caccaagctt agaagccacc atgtatgtgg aagcaggttg cttcaagaat gtgtaggagg 1500 
ctctaattct ctaggaaagt gcctactttt aggtcatcca acctctttcc tctctggcca 1560 
ctctgctctg cacattagag ggacagccaa aagtaagtgg agcatttgga aggaaaggaa 162 0 
tataccacac cgaggagtcc agtttgtgca agacacccag tggaaccaaa acccatcgtg 1680 
gtatgtgaat tgaagtcatc ataaaaggtg acccttctgt ctgtaagatt ttattttcaa 1740 
gcaaatattt atgacctcaa caaagaagaa ccatcttttg ttaagttcac cgtagtaaca 1800 
cataaagtaa atgctacctc tgatcaaagc accttgaatg gaaggtccga gtctttttag 1860 



►1 



( 

tgtttttgca agggaatgaa tccattattc tattttagac ttttaacttc aacttaaaat 1920 
tagcatctgg ctaaggcatc attttcacct ccatttcttg gttttgtatt gtttaaaaaa 1980 
aataacatct ctttcatcta gctccataat tgcaagggaa gagattagca tgaaaggtaa 2040 
tctgaaacac agtcatgtgt canctgtaga aaggttgatt ctcatgcact ncaaatactt 2100 
ccaaagagtc atcatggggg atttttcatt cttaggcttt cagtggtttg ttcctggaat 2160 
tc 2162 

<210> 4 
<211> 400 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Asp Ser Ser Ala Ala Pro Thr Asn Ala Ser Asn Cys Thr Asp Ala 

15 10 15 

Leu Ala Tyr Ser Ser Cys Pro Pro Ala Pro Ser Pro Gly Ser Trp Val 

20 25 30 

Asn Leu Ser His Leu Asp Gly Asn Leu Ser Asp Pro Cys Gly Pro Asn 

35 40 45 

Arg Thr Asn Leu Gly Gly Arg Asp Ser Leu Cys Pro Pro Thr Gly Ser 

50 55 60 

Pro Ser Met He Thr Ala He Thr He Met Ala Leu Tyr Ser He Val 
65 70 75 80 

Cys Val Val Gly Leu Phe Gly Asn Phe Leu Val Met Tyr Val He Val 

85 90 95 

Arg Tyr Thr Lys Met Lys Thr Ala Thr Asn He Tyr He Phe Asn Leu 

100 105 110 

Ala Leu Ala Asp Ala Leu Ala Thr Ser Thr Leu Pro Phe Gin Ser Val 

115 120 125 

Asn Tyr Leu Met Gly Thr Trp Pro Phe Gly Thr He Leu Cys Lys He 

130 135 140 

' Val He Ser He Asp Tyr Tyr Asn Met Phe Thr Ser He Phe' Thr Leu 
145 150 155 * 160 

Cys Thr Met Ser Val Asp Arg Tyr He Ala Val Cys His Pro Val Lys 

165 170 175 

Ala Leu Asp Phe Arg Thr Pro Arg Asn Ala Lys He He Asn Val Cys 

180 185 190 

Asn Trp He Leu Ser Ser Ala He Gly Leu Pro Val Met Phe Met Ala 

195 200 205 

Thr Thr Lys Tyr Arg Gin Gly Ser He Asp Cys Thr Leu Thr Phe Ser 

210 215 220 

His Pro Thr Trp Tyr Trp Glu Asn Leu Val Lys He Cys Val Phe He 
225 230 235 240 

Phe Ala Phe He Met Pro Val Leu He He Thr Val Cys Tyr Gly Leu 

245 250 255 

Met He Leu Arg Leu Lys Ser Val Arg Met Leu Ser Gly Ser Lys Glu 

260 265 270 

Lys Asp Arg Asn Leu Arg Arg He Thr' Arg Met Val Leu Val Val Val 

275 280 285 

Ala Val Phe He Val Cys Trp Thr Pro He His He Tyr Val He He 

290 295 300 

Lys Ala Leu Val Thr He Pro Glu Thr Thr Phe Gin Thr Val Ser Trp 
305 310 315 " 320 

His Phe Cys He Ala Leu Gly Tyr Thr Asn Ser Cys Leu Asn Pro Val 

325 330 335 

Leu Tyr Ala Phe Leu Asp Glu Asn Phe Lys Arg Cys Phe Arg Glu Phe 
340 345 350 



Cys lie Pro Thr Ser Ser Asn lie Glu Gin Gin Asn Ser Thr Arg lie 

355 360 365 

Arg Gin Asn Thr Arg Asp His Pro Ser Thr Ala Asn Thr Val Asp Arg 

370 375 380 

Thr Asn His Gin Leu Glu Asn Leu Glu Ala Glu Thr Ala Pro Leu Pro 
385 390 395 400 



<210> 5 
<211> 2162 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> 2063, 2091 
<223> n = A;T,C or G 



<400> 5 

ggaattccgg ctataggcag aggagaatgt cagatgctca gctcggtccc ctccgcctga 60 
cgctcctctc tgtctcagcc aggactggtt tctgtaagaa acagcaggag ctgtggcagc 12 0 
ggcgaaagga agcggctgag gcgcttggaa cccgaaaagt ctcggtgctc ctggctacct 180 
cgcacagcgg tgcccgcccg gccgtcagta ccatggacag cagcgctgcc cccacgaacg 240 
ccagcaattg cactgatgcc ttggcgtact caagttgctc cccagcaccc agccccggtt 3 00 
cctgggtcaa cttgtcccac ttagatggca acctgaccga cccatgcggt ccgaaccgca 3 60 
ccaacctggg cgggagagac agcctgtgcc ctccgaccgg cagtccctcc atgatcacgg 420 . 
ccatcacgat catggccctc tactccatcg tgtgcgtggt ggggctcttc ggaaacttcc 4 80 
tggtcatgta tgtgattgtc agatacacca agatgaagac tgccaccaac atctacattt 540 
tcaaccttgc tctggcagat gccttagcca ccagtaccct gcccttccag agtgtgaatt 600 
acctaatggg aacatggcca tttggaacca tcctttgcaa gatagtgatc tccatagatt 660 
.actataacat gttcaccagc atattcaccc tctgcaccat gagtgttgat cgatacattg 720 
v cagtctgcca ccctgtcaag gccttagatt tccgtactcc ccgaaatgcc aaaattatca 780 
atgtctgcaa ctggatcctc tcttcagcca ttggtcttcc tgtaatgttc a.tggctacaa 840 
caaaatacag gcaaggttcc atagattgta cactaacatt ctctcatcca acctggtact 900 
gggaaaacct cgtgaagatc tgtgttttca tcttcgcctt cattatgcca gtgctcatca 960 
ttaccgtgtg ctatggactg atgatcttgc gcctcaagag tgtccgcatg ctctctggct 102 0 
ccaaagaaaa ggacaggaat cttcgaagga tcaccaggat ggtgctggtg gtggtggctg 1080 
tgttcatcgt ctgctggact cccattcaca tttacgtcat cattaaagcc ttggttacaa 1140 
tcccagaaac tacgttccag actgtttctt ggcacttctg cattgctcta ggttacacaa 1200 
acagctgcct caacccagtc ctttatgcat ttctggatga aaacttcaaa cgatgcttca 1260 
gagagttctg tatcccaacc tcttccaaca ttgagcaaca aaactccact cgaattcgtc 1320 
agaacactag agaccacccc tccacggcca atacagtgga tagaactaat catcagctag 1380 
aaaatctgga agcagaaact gctccgttgc cctaacaggg tctcatgcca ttccgacctt 144 0 
caccaagctt agaagccacc atgtatgtgg aagcaggttg cttcaagaat gtgtaggagg 15 00 
ctctaattct ctaggaaagt gcctactttt aggtcatcca acctctttcc tctctggcca 1560 
ctctgctctg cacattagag ggacagccaa aagtaagtgg agcatttgga aggaaaggaa 162 0 
tataccacac cgaggagtcc agtttgtgca agacacccag tggaaccaaa acccatcgtg 1680 
gtatgtgaat tgaagtcatc ataaaaggtg acccttctgt ctgtaagatt ttattttcaa 1740 
gcaaatattt atgacctcaa caaagaagaa ccatcttttg ttaagttcac cgtagtaaca 1800 
cataaagtaa atgctacctc tgatcaaagc accttgaatg gaaggtccga gtctttttag 1860 
tgtttttgca agggaatgaa tccattattc tattttagac ttttaacttc aacttaaaat 1920 
tagcatctgg ctaaggcatc attttcacct ccatttcttg gttttgtatt gtttaaaaaa 1980 
aataacatct ctttcatcta gctccataat tgcaagggaa gagattagca tgaaaggtaa 2040 
tctgaaacac agtcatgtgt canctgtaga aaggttgatt ctcatgcact ncaaatactt 2100 
ccaaagagtc atcatggggg atttttcatt cttaggcttt cagtggtttg ttcctggaat 2160 
tc 2162 



<210> 6 

<211> 400 

<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Asp Ser Ser 
1 

Leu Ala Tyr Ser 
20 

Asn Leu Ser His 
35 

Arg Thr Asn Leu 
50 

Pro Ser Met lie 
65 

Cys Val Val-Gly 

Arg Tyr Thr Lys 
100 

Ala Leu Ala Asp 
115 

Asn Tyr Leu Met 
130 

Val lie Ser lie 
145 

Cys Thr Met Ser 

Ala Leu Asp Phe 
180 

Asn Trp lie Leu 
195 

Thr Thr Lys Tyr 
210 

His Pro Thr Trp 
225 

Phe Ala Phe lie 

Met lie Leu Arg 
260 

Lys Asp Arg Asn 
275* 

Ala Val Phe He 
290 

Lys Ala Leu Val 
305 

His Phe Cys He 

Leu Tyr Ala Phe 
340 

Cys He Pro Thr 
355 

Arg Gin Asn Thr 
370 

Thr Asn His Gin 
385 



Ala Ala Pro Thr 
5 

Ser Cys Ser Pro 

Leu Asp Gly Asn 
40 

Gly Gly Arg Asp 
55 

Thr Ala He Thr 
70 

Leu Phe Gly Asn 
85 

Met Lys Thr Ala 

Ala Leu Ala Thr 
120 

Gly Thr Trp Pro 
135 

Asp Tyr Tyr Asn 
150 

Val Asp Arg Tyr 
165 

Arg Thr Pro Arg 

Ser Ser Ala He 
200 

Arg Gin Gly Ser 
215 

Tyr Trp Glu Asn 
230 

Met Pro Val Leu 
245 

Leu Lys Ser Val 

Leu Arg Arg He 
280 

Val Cys Trp Thr 
295 

Thr He Pro Glu 
310 

Ala Leu Gly Tyr 
325 

Leu Asp Glu Asn 

Ser Ser Asn He 
360 

Arg Asp His Pro 
375 

Leu Glu Asn Leu 
390 



Asn Ala Ser Asn 
10 

Ala Pro Ser Pro 
25 

Leu Thr Asp Pro 

Ser Leu Cys Pro 
60 

He Met Ala Leu 
75 

Phe Leu Val Met 
90 

Thr Asn He Tyr 
105 

Ser Thr Leu Pro 

Phe Gly Thr He 
140 

Met Phe Thr Ser 
155 

He Ala Val Cys 
170 

Asn Ala Lys He 
185 

Gly Leu Pro Val 

He Asp Cys Thr 
220 

Leu Val Lys He 
235 

He He Thr Val 
250 

Arg Met Leu Ser 
265 

Thr Arg Met Val 

Pro He His He 
300 

Thr Thr Phe Gin 
315 

Thr Asn Ser Cys 

• 33 0 
Phe Lys Arg Cys 
345 

Glu Gin Gin Asn 

Ser Thr Ala Asn 
380 

Glu Ala Glu Thr 
395 



Cys Thr Asp Ala 
15 

Gly Ser Trp Val 
30 

Cys Gly Pro Asn 
45 

Pro Thr Gly Ser 

Tyr Ser He Val 
80 

Tyr Val He Val 
95 

He Phe Asn Leu 
110 

Phe Gin Ser Val 
125 

Leu Cys Lys He 

He Phe Thr Leu 
160 

His Pro Val Lys 
175 

He Asn Val Cys 
190 

Met Phe Met Ala 
2 05 

Leu Thr ,Phe Ser 

Cys Val Phe He 
240 

Cys Tyr Gly Leu 
255 

Gly Ser Lys Glu 
270 

Leu Val Val Val 
285 

Tyr Val He He 

Thr Val Ser Trp 
320 

Leu Asn Pro Val 
335 

Phe Arg Glu Phe 
350 

Ser Thr Arg He 
365 

Thr Val Asp Arg 

Ala Pro Leu Pro 
400 



<210> 7 

<211> 2162 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> 2063, 2091 

<223> n = A,T,C or G 



<400> 7 
ggaattccgg 
cgctcctctc 
ggcgaaagga 
cgcacagcgg 
ccagcaattg 
cctgggtcaa 
ccaatctggg 
ccatcacgat 
tggtcatgta 
tcaaccttgc 
acctaatggg 
actataacat 
cagtctgcca 
atgtctgcaa 
caaaatacag 
gggaaaacct 
ttaccgtgtg 
ccaaagaaaa 
vr ,tgttcatcgt 
* ;V tcccagaaac 
acagctgcct 
gagagttctg 
agaacactag 
aaaatctgga 
caccaagctt 
ctctaattct 
ctctgctctg 
tataccacac 
gtatgtgaat 
gcaaatattt 
cataaagtaa 
tgtttttgca 
tagcatctgg 
aataacatct 
tctgaaacac 
ccaaagagtc 
tc 



ctataggcag 
tgtctcagcc 
agcggctgag 
tgcccgcccg 
cactgatgcc 
cttgtcccac 
cgggagagac 
catggccctc 
tgtgattgtc 
tctggcagat 
aacatggcca 
gttcaccagc 
ccctgtcaag 
ctggatcctc 
gcaaggttcc 
cgtgaagatc 
ctatggactg 
ggacaggaat 
ctgctggact 
tacgttccag 
caacccagtc 
tatcccaacc 
agaccacccc 
agcagaaact 
agaagccacc 
ctaggaaagt 
cacattagag 
cgaggagtcc 
tgaagtcatc 
atgacctcaa 
atgctacctc 
agggaatgaa 
ctaaggcatc 
ctttcatcta 
agtcatgtgt 
atcatggggg 



aggagaatgt 
aggactggtt 
gcgcttggaa 
gccgtcagta 
ttggcgtact 
ttagatggca 
agcctgtgcc 
tactccatcg 
agatacacca 
gccttagcca 
tttggaacca 
atattcaccc 
gccttagatt 
tcttcagcca 
atagattgta 
tgtgttttca 
atgatcttgc 
cttcgaagga 
cccattcaca 
actgtttctt 
ctttatgcat 
tcttccaaca 
tccacggcca 
gctccgttgc 
atgtatgtgg 
gcctactttt 
ggacagccaa 
agtttgtgca 
ataaaaggtg 
caaagaagaa 
tgatcaaagc 
tccattattc 
attttcacct 
gctccataat 
canctgtaga 
atttttcatt 



cagatgctca 
tctgtaagaa 
cccgaaaagt 
ccatggacag 
caagttgctc 
acctgtccga 
ctccgaccgg 
tgtgcgtggt 
agatgaagac 
ccagtaccct 
tcctttgcaa 
tctgcaccat 
tccgtactcc 
ttggtcttcc 
cactaacatt 
tcttcgcctt 
gcctcaagag 
tcaccaggat 
tttacgtcat 
ggcacttctg 
ttctggatga 
ttgagcaaca 
atacagtgga 
cctaacaggg 
aagcaggttg 
aggtcatcca 
aagtaagtgg 
agacacccag 
acccttctgt 
ccatcttttg 
accttgaatg 
tattttagac 
ccatttcttg 
tgcaagggaa 
aaggttgatt 
cttaggcttt 



gctcggtccc 
acagcaggag 
ctcggtgctc 
cagcgctgcc 
cccagcaccc 
cccatgcggt 
cagtccctcc 
ggggctcttc 
tgccaccaac 
gcccttccag 
gatagtgatc 
gagtgttgat 
ccgaaatgcc 
tgtaatgttc 
ctctcatcca 
cattatgcca 
tgtccgcatg 
ggtgctggtg 
cattaaagcc 
cattgctcta 
aaacttcaaa 
aaactccact 
tagaactaat 
tctcatgcca 
cttcaagaat 
acctctttcc 
agcatttgga 
tggaaccaaa 
ctgtaagatt 
ttaagttcac 
gaaggtccga 
ttttaacttc 
gttttgtatt 
gagattagca 
ctcatgcact 
cagtggtttg 



ctccgcctga 
ctgtggcagc 
ctggctacct 
cccacgaacg 
agccccggtt 
ccgaaccgca 
atgatcacgg 
ggaaacttcc 
atctacattt 
agtgtgaatt 
tccatagatt 
cgatacattg 
aaaattatca 
atggctacaa 
acctggtact 
gtgctcatca 
ctctctggct 
gtggtggctg 
ttggttacaa 
ggttacacaa 
qgatgcttca 
cgaattcgtc 
catcagctag 
ttccgacctt 
gtgtaggagg 
tctctggcca 
aggaaaggaa 
acccatcgtg 
ttattttcaa 
cgtagtaaca 
gtctttttag 
aacttaaaat 
gtttaaaaaa 
tgaaaggtaa 
ncaaatactt 
ttcctggaat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

96,0 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2162 



<210> 8 

<211> 2162 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc feature 



<222> 2063, 2091 
<223> n = A,T,C or G 



<400> 8 

ggaattccgg ctataggcag aggagaatgt 
cgctcctctc tgtctcagcc aggactggtt 
ggcgaaagga agcggctgag gcgcttggaa 
cgcacagcgg tgcccgcccg gccgtcagta 
ccagcaattg cactgatgcc ttggcgtact 
cctgggtcaa cttgtcccac ttagatggca 
ccaacctggg cgggagagac agcctatgcc 
ccatcacgat catggccctc tactccatcg 
tggtcatgta tgtgattgtc agatacacca 
tcaaccttgc tctggcagat gccttagcca 
acctaatggg aacatggcca tttggaacca 
actataacat gttcaccagc atattcaccc 
cagtctgcca ccctgtcaag gccttagatt 
atgtctgcaa ctggatcctc tcttcagcca 
caaaatacag gcaaggttcc atagattgta 
gggaaaacct cgtgaagatc tgtgttttca 
ttaccgtgtg ctatggactg atgatcttgc 
ccaaagaaaa ggacaggaat cttcgaagga 
tgttcatcgt ctgctggact cccattcaca 
tcccagaaac tacgttccag actgtttctt 
acagctgcct caacccagtc ctttatgcat 
gagagttctg tatcccaacc tcttccaaca 
agaacactag agaccacccc tccacggcca 
aaaatctgga agcagaaact gctccgttgc 
caccaagctt agaagccacc atgtatgtgg 
ctctaattct ctaggaaagt gcctactttt 
x;r ctctgctctg cacattagag ggacagccaa 
;v tataccacac cgaggagtcc agtttgtgca 
gtatgtgaat tgaagtcatc ataaaaggtg 
gcaaatattt atgacctcaa caaagaagaa 
cataaagtaa atgctacctc tgatcaaagc 
tgtttttgca agggaatgaa tccattattc 
tagcatctgg ctaaggcatc attttcacct 
aataacatct ctttcatcta gctccataat 
tctgaaacac agtcatgtgt canctgtaga 
ccaaagagtc atcatggggg atttttcatt 
tc 

<210> 9 
<211> 2165 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> 2066, 2094 
<223> n = A,T,C or G 



cagatgctca gctcggtccc ctccgcctga 60 
tctgtaagaa acagcaggag ctgtggcagc 12 0 
cccgaaaagt ctcggtgctc ctggctacct 180 
ccatggacag cagcgctgcc cccacgaacg 24 0 
caagttgctc cccagcaccc agccccggtt 300 
acctgtccga cccatgcggt ccgaaccgca 360 
ctccgaccgg cagtccctcc atgatcacgg 420 
tgtgcgtggt ggggctcttc ggaaacttcc 4 80 
agatgaagac tgccaccaac atctacattt 54 0 
ccagtaccct gcccttccag agtgtgaatt 600 
tcctttgcaa gatagtgatc tccatagatt 660 
tctgcaccat gagtgttgat cgatacattg 720 
tccgtactcc ccgaaatgcc aaaattatca 780 
ttggtcttcc tgtaatgttc atggctacaa 84 0 
cactaacatt ctctcatcca acctggtact 900 
tcttcgcctt cattatgcca gtgctcatca 960 
gcctcaagag tgtccgcatg ctctctggct 1020 
tcaccaggat ggtgctggtg gtggtggctg 1080 
tttacgtcat cattaaagcc ttggttacaa 1140 
ggcacttctg cattgctcta ggttacacaa 1200 
ttctggatga aaacttcaaa cgatgcttca 1260 
ttgagcaaca aaactccact cgaattcgtc 1320 
atacagtgga tagaactaat catcagctag 1380 
cctaacaggg tctcatgcca ttccgacctt 144 0 
aagcaggttg cttcaagaat gtgtaggagg 1500 
aggtcatcca acctctttcc tctctggcca 1560 
aagtaagtgg agcatttgga aggaaaggaa 162 0 
agacacccag tggaaccaaa acccatcgtg 1680 
acccttctgt ctgtaagatt t.tattttcaa 1740 
ccatcttttg ttaagttcac cgtagtaaca 1800 
accttgaatg gaaggtccga gtctttttag 1860 
tattttagac ttttaacttc aacttaaaat 1920 
ccatttcttg gttttgtatt gtttaaaaaa 1980 
tgcaagggaa gagattagca tgaaaggtaa 204 0 
aaggttgatt ctcatgcact ncaaatactt 2100 
cttaggcttt cagtggtttg ttcctggaat 2160 

2162 



<400> 9 

ggaattccgg ctataggcag 
cgctcctctc tgtctcagcc 
ggcgaaagga agcggctgag 
cgcacagcgg tgcccgcccg 



aggagaatgt cagatgctca 
aggactggtt tctgtaagaa 
gcgcttggaa cccgaaaagt 
gccgtcagta ccatggacag 



gctcggtccc ctccgcctga 60 
acagcaggag ctgtggcagc 12 0 
ctcggtgctc ctggctacct 180 
cagcgctgcc cccacgaacg 240 



ccagcaattg 
cctgggtcaa 
ccaacctggg 
cggccatcac 
tcctggtcat 
ttttcaacct 
attacctaat 
attactataa 
ttgcagtctg 
tcaatgtctg 
caacaaaata 
actgggaaaa 
tcattaccgt 
gctccaaaga 
ctgtgttcat 
caatcccaga 
caaacagctg 
tcagagagtt 
gtcagaacac 
tagaaaatct 
cttcaccaag 
aggctctaat 
ccactctgct 
gaatatacca 
gtggtatgtg 
caagcaaata 
acacataaag 
tagtgttttt 
aattagcatc 
aaaaataaca 
.taatctgaaa 
' cttccaaaga 
aattc 



cactgatgcc 
cttgtcccac 
cgggagagac 
gatcatggcc 
gtatgtgatt 
tgctctggca 
gggaacatgg 
catgttcacc 
ccaccctgtc 
caactggatc 
caggcaaggt 
cctcgtgaag 
gtgctatgga 
aaaggacagg 
cgtctgctgg 
aactacgttc 
cctcaaccca 
ctgtatccca 
tagagaccac 
ggaagcagaa 
cttagaagcc 
tctctaggaa 
ctgcacatta 
caccgaggag 
aattgaagtc 
tttatgacct 
taaatgctac 
gcaagggaat 
tggctaaggc 
tctctttcat 
cacagtcatg 
gtcatcatgg 



ttggcgtact 
ttagatggca 
agcctgtgcc 
ctctactcca 
gtcagataca 
gatgccttag 
ccatttggaa 
agcatattca 
aaggccttag 
ctctcttcag 
tccatagatt 
atctgtgttt 
ctgatgatct 
aatcttcgaa 
actcccattc 
cagactgttt 
gtcctttatg 
acctcttcca 
ccctccacgg 
actgctccgt 
accatgtatg 
agtgcctact 
gagggacagc 
tccagtttgt 
atcataaaag 
caacaaagaa 
ctctgatcaa 
gaatccatta 
atcattttca 
ctagctccat 
tgtcanctgt 
gggatttttc 



caagttgctc 
acctgtccga 
ctccgaccgg 
tcgtgtgcgt 
ccaagatgaa 
ccaccagtac 
ccatcctttg 
ccctctgcac 
atttccgtac 
ccattggtct 
gtacactaac 
tcatcttcgc 
tgcgcctcaa 
ggatcaccag 
acatttacgt 
cttggcactt 
catttctgga 
acattgagca 
ccaatacagt 
tgccctaaca 
tggaagcagg 
tttaggtcat 
caaaagtaag 
gcaagacacc 
gtgacccttc 
gaaccatctt 
agcaccttga 
ttctatttta 
cctccatttc 
aattgcaagg 
agaaaggttg 
attcttaggc 



cccagcaccc 
cccatgcggt 
cggcagtccc 
ggtggggctc 
gactgccacc 
cctgcccttc 
caagatagtg 
catgagtgtt 
tccccgaaat 
tcctgtaatg 
attctctcat 
cttcattatg 
gagtgtccgc 
gatggtgctg 
catcattaaa 
ctgcattgct 
tgaaaacttc 
acaaaactcc 
ggatagaact 
gggtctcatg 
ttgcttcaag 
ccaacctctt 
tggagcattt 
cagtggaacc 
tgtctgtaag 
ttgttaagtt 
atggaaggtc 
gacttttaac 
ttggttttgt 
gaagagatta 
attctcatgc 
tttcagtggt 



agccccggtt 
ccgaaccgca 
tccatgatca 
ttcggaaact 
aacatctaca 
cagagtgtga 
atctccatag 
gatcgataca 
gccaaaatta 
ttcatggcta 
ccaacctggt 
ccagtgctca 
atgctctctg 
gtggtggtgg 
gccttggtta 
ctaggttaca 
aaacgatgct 
actcgaattc 
aatcatcagc 
ccattccgac 
aatgtgtagg 
tcctctctgg 
ggaaggaaag 
aaaacccatc 
attttatttt 
caccgtagta 
cgagtctttt 
ttcaacttaa 
attgtttaaa 
gcatgaaagg 
actncaaata 
ttgttcctgg 



300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

192 0 

1980 

2040 

2100 

2160 

2165 



<210> 10 

<211> 401 

<212> PRT 

<213> Homo sapiens 



<400> 10 



Met 


Asp 


Ser 


Ser 


Ala 


Ala 


Pro 


Thr 


Asn 


Ala 


Ser 


Asn 


Cys 


Thr 


Asp 


Ala 


1 








5 










10 










15 




Leu 


Ala 


Tyr 


Ser 


Ser 


Cys 


Ser 


Pro 


Ala 


Pro 


Ser 


Pro 


Gly 


Ser 


Trp 


Val 








20 










25 










30 






Asn 


Leu 


Ser 


His 


Leu 


Asp 


Gly 


Asn 


Leu 


Ser 


Asp 


Pro 


Cys 


Gly 


Pro 


Asn 






35 










40 










45 








Arg 


Thr 


Asn 


Leu 


Gly 


Gly 


Arg 


Asp 


Ser 


Leu 


Cys 


Pro 


Pro 


Thr 


Gly 


Gly 




50 










55 










60 










Ser 


Pro 


Ser 


Met 


He 


Thr 


Ala 


He 


Thr 


He 


Met 


Ala 


Leu 


Tyr 


Ser 


He 


65 










70 










75 










80 


Val 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Gly 


Asn 


Phe 


Leu 


Val 


Met 


Tyr 


Val 


He 










85 










90 










95 




Val 


Arg 


Tyr 


Thr 


Lys 


Met 


Lys 


Thr 


Ala 


Thr 


Asn 


He 


Tyr 


Ile- 


Phe 


Asn 








100 










105 










110 






Leu 


Ala 


Leu 


Ala 


Asp 


Ala 


Leu 


Ala 


Thr 


Ser 


Thr 


Leu 


Pro 


Phe 


Gin 


Ser 






115 










120 










125 








Val 


Asn 


Tyr 


Leu 


Met 


Gly 


Thr 


Trp 


Pro 


Phe 


Gly 


Thr 


He 


Leu 


Cys 


Lys 





130 










135 










140 










lie 


Val 


He 


Ser 


He 


Asp 


Tyr 


Tyr 


Asn 


Met 


Phe 


Thr 


Ser 


He 


Phe 


Thr 


145 










150 










155 










160 


Leu 


Cys 


Thr 


Met 


Ser 


Val 


Asp 


Arg 


Tyr 


He 


Ala 


Val 


Cys 


His 


Pro 


Val 










165 










170 










175 




Lys 


Ala 


Leu 


Asp 


Phe 


Arg 


Thr 


Pro 


Arg 


Asn 


Ala 


Lys 


He 


He 


Asn 


Val 








180 










185 










190 






Cys 


Asn 


Trp 


He 


Leu 


Ser 


Ser 


Ala 


He 


Gly 


Leu 


Pro 


Val 


Met 


Phe 


Met 






195 










200 










205 








Ala 


Thr 


Thr 


Lys 


Tyr 


Arg 


Gin 


Gly 


Ser 


He 


Asp 


Cys 


Thr 


Leu 


Thr 


Phe 




210 










215 










220 










Ser 


His 


Pro 


Thr 


Trp 


Tyr 


Trp 


Glu 


Asn 


Leu 


Val 


Lys 


He 


Cys 


Val 


Phe 


225 










230 










235 










240 


He 


Phe 


Ala 


Phe 


He 


Met 


Pro 


Val 


Leu 


He 


He 


Thr 


Val 


Cys 


Tyr Gly 










245 










250 










255 




Leu 


Met 


He 


Leu 


Arg 


Leu 


Lys 


Ser 


Val 


Arg 


Met 


Leu 


Ser Gly Ser Lys 








260 










265 










270 






Glu 


Lys 


Asp 


Arg 


Asn 


Leu 


Arg 


Arg 


He 


Thr 


Arg 


Met 


Val 


Leu 


Val 


Val 






275 










280 










285 








Val 


Ala 


Val 


Phe 


He 


Val 


Cys 


Trp 


Thr 


Pro 


He 


His 


He 


Tyr 


Val 


He 




290 










295 










300 










He 


Lys 


Ala 


Leu 


Val 


Thr 


He 


Pro 


Glu 


Thr 


Thr 


Phe 


Gin 


Thr 


Val 


Ser 


305 










310 










315 










320 


Trp 


His 


Phe 


Cys 


He 


Ala 


Leu 


Gly Tyr Thr Asn 


Ser 


Cys 


Leu 


Asn 


Pro 










325 










330 










335 




Val 


Leu 


Tyr 


Ala 


Phe 


Leu 


Asp 


Glu 


Asn 


Phe 


Lys 


Arg 


Cys 


Phe 


Arg 


Glu 








340 










345 










350 






Phe 


Cys 


He 


Pro 


Thr 


Ser 


Ser 


Asn 


He 


Glu 


Gin 


Gin 


Asn 


Ser 


Thr 


Arg 






355 










360 










365 








He 


Arg 


Gin 


Asn 


Thr 


Arg 


Asp 


His 


Pro 


Ser 


Thr 


Ala 


Asn 


Thr 


Val 


Asp 




370 










375 










380 










Arg 


Thr 


Asn 


His 


Gin 


Leu 


Glu 


Asn 


Leu 


Glu 


Ala 


Glu 


Thr 


Ala 1 Pro 


Leu 


385 










390 










395 










400 



Pro 



